20254 104

_Z-QD[Q&Of m e dic No. 2025-50

To7FdX=>52 HM

REEBEAMERDCEN

EE BTRACEROIEESBUVRLLEITFEY, FREIBIDODISEZHY .
ELBHBRLLETFET,

COE. TELEIBIFAREEBICEEEL T, REEEAMZERESIETVEESE
ELZCERBLEITEY,

fAlZz, CTERBYETLOBBOBALETFET,

He

ani
cu

| ESig= 20254 128 58 (&) JKiED &Y

BZEEARNSE

REK-EEFEREREDKREBEEBICEH L TWSELFREENT / LBEFT#IE (HUGO) 3 DEEF
B ZEESR (HGNC) 3, A R T HEEIEEE I FiL B ICERL-AFICERBLELFREEZTRAICL
F9. HhhET. MEEGFORUYESTENMTo ()M T)Lany () IZEEBWNM-LET,

GAEREEICBITDER)

;£1:HUGO (Human Genome Organization)
;£2:HGNC (HUGO Gene Nomenclature Committee)

WLHEEH

piiiiel B % HEATH 5 HAATH
L2 | Major BOR:ABLT mRNAZE % Major BCR-ABL1 mRNATE 1
211 | Major BCR:ABLT mRNATE & Major BCR-ABL1 mRNATE &
2T | minor BCR-ABL1 mRNAZE {4 minor BCR-ABL1 mRNAZE £

141 T | minor BCR-ABLT mRNAE & minor BCR-ABL1 mRNAZE &
2108 | RUNX1:RUNXTT1 mRNATE RUNXT-RUNX1T1 mRNAZE £
scazs | RUNXT-RUNXITI mRNARE & RUNX1-RUNX1T1 mRNATE &
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piioied B # HE AT B HAATH
2T | PML:RARA mRNASEM: PML-RARA mRNAZE 14
141 | o040 | PML:RARA mRNATE & PML-RARA mRNATE &
oo | TCF3:PBXT mRNAZEE TCF3-PBX1 mRNAZE 1
s | JAK2VE1 TG T 2 BT JAK2VE1TFE (R F E R
14 2128 | WT1 mRNATE S WT1 mRNATE &
143 | ooes | NUDT153E 5 Fcodon 139% B AEH NUDT15;& 5 Fcodon 139% R 4T
gp306 | AARILEFRIRBCR-ABLT t(9;22) ¥RHE RAHM4F P ERBCR-ABL1 t(9;22) ¥RE
ega17 | ATM del(11) RBER % ATM del (11) RBER K
epags | BCL2 18q21%5[E BCL2 18q2135/E
ep395 | BCR-ABLI 1(9;22) $FE BCR-ABL1 t(9;22) 85
epaie | BIRCI:MALTT +(11;18) SxfE BIRC3-MALT1 (API2-MALT1) t(11;18) #x [
gcose | CAtIBIRFEEMAT (GIST) ekt FE R (GIST)
ep3i7 | CKSIB 1921 g CKS1B 1q21 1#1ig
ep3gs | FGFRT 8p11.28RE FGFR1 8p11.285
egaas | FIPTL1:PDGFRA del(4) RBER K (4912R %) | FIP1L1-PDGFRA del (4) RBER %k (4q12R %)
gcass | HTTEIEFCAGRIEESIFEM (/\>oF b)) | HTTIEIE FCAGRIEEC AT (N F b 9R)
REH| gooh0 | IDHIZBETFER(TUA—T) (FF) IDH1/ 238 {=F#RHT (U )A—=) (FF)
ecs70 | IPH1/23BIRFRHT (VYA —=) (FFPE) | IDH1/2&{EFET (V)4 —=) (FFPE)
epass | [GH-BCL2 +(14;18)BR[E IGH-BCL2 t(14;18) S5 &
gpata | [GH=CONDI t(11;14) SR E IGH-COND1 (IGH-BCL1) t(11;14) $5FE
ep3qa | [GH:-FGFR3 t(4;14) SR IGH-FGFR3 t(4;14) $5
epaas | IGH=MAF +(14;16) BRE IGH-MAF t(14;16) S5
epags | MALTT 18q2185EE MALT1 18q21%5FE
epas7 | PDGFRB 5q32%5FE PDGFRB 50325
gco40 | FASEIZFEEMEM (BEAMing] RASIEZFZE AT (BEAMing]
epa7s | TP53 del (1) EHIR & TP53 del (17) FEBIR K
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